STRIKING
DEVELOPMENT

Paracel BLAST 1.7 Release Notes

General

* Qut-of-frame blastx option

* XML output updated to mask filtered query data

* DUST filtering mode more aggressive

* Karlin gapped stats computed the same for AA and NA
* Composition-based statistics updated

* Intron length limiting option for linking aligns.

Megablast

* Discontiguous megablast option

* New, faster megablast engine added

* Megablast now uses ungapped extensions

* Megablast Smith-Waterman alignment option

* Megablast HSP limiting per target sequence option

phi- & psi-BLAST

* Blastpgp now spreads into gap costs
* Ungapped blastpgp removed
* New PSSM output format options

fastacmd

* fastacmd partial sequence dump option

* fastacmd taxonomy information display option

* fastacmd Protein Identification Group (PIG] lookup option
* fastacmd database information display option



